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[Abstract] Objective To study the expression of inflammatory factors reregulated by micro-
RNA-107 and NF-«B signaling pathways. Methods An in vitro monocyte inflammatory model in
PMA-induced U937 cells was established by administration of lipopolysaccharide (LPS).The differen-
tiation of U937 cells was induced by phorbol ester (50 ng/mlD for 1 hour, 3 hours and 6 hours. Cells
were treated with either PBS or LPS (10 pg/ml) at each time point. The levels of microRNA-107,
tumor necrosis factor-a (TNF-q) and interleukin-18 (IL-1B) were detected by gqRT-PCR. Western blot
was carried out to investigate the expression levels of NF-xB (p65) and phosphorylated-p65 (p-p65)
protein. Results Compared with the control group, the mRNA levels of microRNA-107, TNF-o and
IL-18 in LPS-stimulated cells were significantly increased (P < 0. 05). Also the protein expression of
p-p65/p65 was higher in the control group (P <C 0. 01). Spearman correlation analysis showed that a
positive linear correlation between microRNA-107 and the expression of p-p65/p65 protein (r =
0.69, P < 0.01). MicroRNA-107 was positively correlated with TNF-¢ mRNA (» = 0. 835, P <<
0.01) and IL-18 mRNA (r = 0.839, P <C 0.01). Conclusion The increased expression of microR-
NA-107 in PMA-induced U937 cells may be related to the NF-kB signaling pathway after LPS stimu-

lation.
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